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FIGURE 13B 



FIGURE 14: Antibody Listing 
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FIGURE 18: Quantitation of Identified BP proteins 



Identified Protein 


Percentage of Total Protein 


LORP 


2 


BMP-3 


11 


BMP-3 and A2-MG 


3 


RL6 & BMP-3 


4 


Histone 


3 


Histone 


3 


Histone & BMP-3 


4 


BMP-3 


8 


RL32 & BMP-3 


8 


RS2D 


5 


SPP24 & TGF-p2 
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Total 
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